Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.017; wR factor = 0.050; data-to-parameter ratio = 17.1.
The title compound, [Rh(C 17 H 15 Cl 2 N 2 )(CO) 2 ], is a rhodium(I) derivative of a -diketiminato moiety. It is an example of a new type of -diketiminate derivative that has not yet been characterized via solid-state methods. The complex crystallizes with a distorted square-planar geometry about the Rh I atom (m symmetry). A weak intermolecular C-HÁ Á ÁO contact is observed.
Related literature
For related diketiminato complexes, see: Smith et al. (2002 Smith et al. ( , 2006 .
Experimental
Crystal data [Rh(C 17 H 15 Cl 2 N 2 )(CO) 2 ] M r = 477.14 Monoclinic, P2 1 =m a = 9.6726 (3) Å b = 7.5911 (2) Å c = 13.6484 (4) Å = 107.247 (1) V = 957.08 (5) Å 3 Z = 2 Mo K radiation = 1.19 mm À1 T = 100 K 0.36 Â 0.31 Â 0.30 mm
Data collection
Bruker X8 APEXII 4K Kappa CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2004) T min = 0.675, T max = 0.717 27556 measured reflections 2555 independent reflections 2491 reflections with I > 2(I) R int = 0.026 Refinement R[F 2 > 2(F 2 )] = 0.017 wR(F 2 ) = 0.050 S = 0.93 2555 reflections 149 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.36 e Å À3 Á min = À0.85 e Å À3 Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; y þ 1 2 ; Àz þ 1.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT-Plus (Bruker, 2004) ; data reduction: SAINT-Plus and XPREP (Bruker, 2004) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2006) ; software used to prepare material for publication: WinGX (Farrugia, 1999).
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Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: GW2073).
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Comment
In literature similar iron complexes have been reported containing tertiary butyl, isopropyl and methyl derivatives (Smith et al., 2002; Smith et al., 2006) . Using a comparable ligand system, with electron withdrawing substituents on the phenyl ring, a series of rhodium(I) dicarbonyl complexes were prepared. The title compound (I) is a novel example of a 4-Chlorophenyl derivative. (Figure 1) Due to the highly symmetrical nature of the complex both the Rh-C and Rh-N bond distances are similar. The carbonyl oxygen bond distances are the same, with the carbonyl's themselves being close to linearity. The mirror plane bisects the complex passing through the metal centre, the ketimine backbone and carbonyl moeities. (Table 1) A staggared head-to-tail stacking is observed with no Rh-Rh interaction. The closest contact is a weak hydrogen bond between the phenyl ring (C22) of the diketiminato ligand and the adjacent carbonyl oxygen O02 (Table 2) .
Experimental
The title complex was synthesized by the addition of N,N'-bis-(4-chlorophenyl)pentane-2,4-di-imine (167 mg, 0.514 mmol)
to an acetone solution of the [Rh(µ-Cl)(CO) 2 ] 2 (100 mg, 0.257 mmol). On slow evaporation of the solvent; crystals suitable for X-Ray crystallography were obtained. Yield: 147 mg (60%).
Refinement
All H atoms were positioned geometrically and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq(parent) of the parent atom with a C-H distance of 0.99 (methyl) and 0.95 (aromatic). (14) C11-C12-H12 119.9 C3-N2-Rh1 127.13 (12) C13-C12-H12 119.9 0 N2-C21-C22-C23 174.34 (15) 
